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MOTIVATION

There are currently few temporal
studies of a dynamic marine coastal
environment

American Southeast is understudied,
especially in microbial ecology

SAR clades are under-characterized in
coastal environments

METHODS

16s rDNA extracted and amplified from
water samples taken biweekly from
Skidaway River Estuary, GA

Samples sequenced using lllumina
sequencing, analyzed via Qiime?2

Graphics generated in R using Phyloseq
and Ampvis2 packages.

Correlation network analysis performed
using SparCC in the SpiecEasi package

~

/ KEY FINDINGS

* SAR clades, especially SAR11,
dominate across seasons

* More SAR ASVs present at hotter
temperatures

* Interactions between ASVs, including
SAR ASVs, decrease in summer /
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A. SAR clades were among the most abundant
members of the prokaryotic community
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B. More SAR clades appear as temperature increases
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D. Putative correlations
between ASVs, including
SAR clade ASVs, decrease

from winter to summer
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http://dx.plos.org/10.1371/journal.pone.0061217

